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Overview of NCI's Clinical Proteomics Program
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¢ Reagents/Public datasets

Q uWnderstanding cancer biology (2011-2016)




NCI-CPTAC: Flow of Biological Information
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Understanding Gene to Protein to Phenotype




Map Proteomes to Each Patient’s Genome;

Develop Assays for Pathways/Candidates
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The Centers: Broad/FHCRC; PNNL; Vanderbilt; Wash U.; Johns Hopkins




Key Outputs as Community Resources for

Proteomics

Goal: Demonstrate MRM
assay accuracy and
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* Purchasing and/or Licensing the NCI-funded mAbs for distribution

http://antibodies.cancer.gov
(mAb homepage)

SHBﬁ at the University of lowa

U Developmental Studies Hybridoma Bank

Antibody Charac lies.cancer.gov

Monoclonal antibodies for use in resaarch David R Soll, director

Studies i Bank

1 25 3 natonl resourcs,
matant costs $32.00, Nt $200.90
o

See our collections against

Antigen body Charac .
Production

o=k BN

Community
Access

y isotype, SDS- «
direct ELISA, Sy s
Ice, Immuno-h : Inteqini:om;:;.;iré;z.antihudy
NUNO-Mass spe| "=

: o ) Access to:
ch ; = s o bt ", Characterization
i aracterizeqE o 00 veu know that we mmm:.w-.w A pe— b Data and
i
4

[V e 7
i ‘ Developmental Studies Procedures

Ating s Hybridoma Bank at
UNIVERSITET. | M{YRIAD 6 RBEM srodimas at
antibodies.cancer.gov

Login | Register | MyAccount | B Unted States | Engish

P
i i SIGN o e
T [owm | oroots | Serviem | tosenig Conte | Toch Libmy, | Support | ABost s

TUTE

Target Antigens

Standard Operating [~

N Rarail Introducing
. Found 10 results for "cptc” in Product Catalogue 4 3
provided by Press v EMD Milpore (0o EMD Milore Chemical (10) o mor esis
Investigators Prosecn (10 : y % drop.  analytes.
f Search Area Sataloques ¢ F.: e:! this form to qualify for
y MABS4s introductory pricing
Fistriame -
Er—
EMD Misgove Chameals (101 L
Mitkpore (25) Last Name *
e INITY FEEDE —
Narrow Your v
Results By MABS36
Eman®
wesyt
l Phone Number
«Current | ted m




Acknowledgments

- 7



Community Resources for Proteomics
(http://[proteomics.cancer.gov)

Resources Purposes Web URLSs
Renewable Affinity | WB, IHC, IMRM-MS, ELISA, |http://antibodies.cancer.gov
CPTAC mAbs
Reagents (mouse) |etc. (Assay Portal under development)
CPTAC Data Raw, Processed & |Data for download, query https://cptac-data-
Meta Data & analyses (Phase | & 1I) portal.georgetown.edu/cptacPublic/
FDA mock |Mock Assay lllustrating assay procedures http://proteomics.cancer.gov/resource
510(K)s Submissions for FDA clearance s/regulatoryscience
(IMRM-MS & affinity array) d Y
Monitoring real-time MS http://peptide.nist.gov/metrics
MISTISOE | QE SeniElE “health” http://massqc.nicorelli.us/
NIST RM8323 | Reference Material SRS http://www.nist.gov/srm
performance
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